
R.J.Schnellet al. (2001)Phytoparasitica 29(5):451-460

Sequence Diversity among Avocado Sunblotch Viroids
Isolated from Single Avocado Trees
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In previous studieswe developedan avocadosunblotchviroid (ASBVd) specificreverse
transcription-polymerasechainreaction(RT-PCR)protocolandtestedall avocadogermplasm
accessionsin the U.S. National GermplasmRepository(NGR) for ASBVd. It was found
that19%of theaccessionswereinfectedwith theviroid. To characterizethepopulationof
sequencevariants,singletreesof sevenaccessionswith a historyof infectionwereselected.
RT-PCRproductswereclonedandsequencedfrom thesetreesanda total of 60 sequence
variantswere identified from 122 clones. Most of the variantswere found to be unique
to the individual tree from which they were isolated. The fraction of uniquevariantswas
81% in ‘Lima Late’, 81%in ‘AycockRed’, 67%in ‘Hawaii’, and60% in ‘YoungSpecial’.
Analysisof thesequencedatasuggeststhatvariantsevolvedwithin a treeratherthanarising
from multiple infection events,supportingthe quasispeciesconceptfor ASBVd. Changes
in the right terminalloop (R��� ), previously associatedwith leaf variegationandbleaching,
werefoundin all variantsisolatedfrom bleachedtissue;however, 16 clonesisolatedin non-
symptomatictissuealsohadchangesin theR����� Theadditionof aU betweenbases115and
118wasfoundin 21of the23clonesisolatedfrom thebleachedtissuebut not foundin the99
clonesisolatedfrom greentissue.Thesedatasuggestthattheinsertionof a U betweenbases
115and118is responsiblefor thebleachingcondition.
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